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BIOGRAPHY 
  
 Dr. Goodlett was born to David Vaughan Goodlett and Peggy Robinson Goodlett on 2 
May 1960 in Athens, Alabama and raised in Montgomery, Alabama. He worked as a semi-
professional musician from 1977-1987 and later 2001-2005. After graduation from Robert E Lee 
high school in Montgomery in 1978 he studied chemistry at Auburn University and was granted 
a Bachelor of Science degree in 1982. From 1982-1986 he continued to study chemistry with an 
emphasis on enzymology with Professors John Aull, Harlow Daron and Frank Bartol at Auburn 
University and worked as a technician in Professor Bartol’s reproductive physiology laboratory. 
In 1987 he began work on a PhD in Biochemistry at North Carolina State University under 
direction of Professors Richard van Breemen and Frank Armstrong with a focus on mass 
spectrometry and protein structure. The same year he married Donna Rene’ Minter of 
Montgomery, Alabama. His Master of Science degree was awarded in 1988 and a Doctor of 
Philosophy degree in 1991 after which he moved to Richland, WA to work for two years in the 
laboratory of Dr Richard Smith at Pacific Northwest National Laboratory where he learned the 
emerging method of electrospray ionization.  
 In 1993 he moved to New Jersey to work in pre-clinical analytical support for Johnson & 
Johnson where he continued until early 1995 when he moved to Seattle to work for Bristol-
Myers Squibb characterizing major histocompatibility peptides. On 27 April 1996 his first child, 
David Minter Goodlett, was born. Shortly thereafter, having moved back into an academic 
setting at the University of Washington to work with Professor Ruedi Aebersold in the 
department of Molecular Biotechnology his second child, Graham Robinson Goodlett was born 
on 26 October 1997. In early 2000 the Institute for Systems Biology was founded and Professor 
Leroy Hood invited him to move there to establish and manage the Proteomics facility which he 
accepted remaining there until December 2003. In January 2004 he took up a post as Associate 
Professor in the department of Medicinal Chemistry at the University of Washington. He has 
also served as chair of the Administrative Board of Trinity United Methodist Church in Ballard 
from 1998 to 2000 and continues on the staff-parish relations committee.  

Since 2008 Dr. Goodlett has been a Full Professor in the Department of Medicinal 
Chemistry at the University of Washington. He also holds an affiliate faculty appointment at the 
Institute for Systems Biology and is visiting Professor at the University of Edinburgh where he 
regularly visits as chair of a scientific advisory board based at University of Glasgow. At the 
University of Washington he is director of the school of Pharmacy Mass Spectrometry Facility 
and directs several National Institute of Health mass spectrometry cores. 

His research program is based around developing proteomic separation and mass 
spectrometric methods applied to solve problems in prostate cancer, respiratory biology, Gram 
negative bacteria and leukemia. The ideas and accomplishments of he and his colleagues have 
been communicated through >100 lectures world-wide, > 100 manuscripts and several patent 
filings/awards. His work covers fields from reproductive physiology, prostate cancer, 
microbiology, organic synthesis, enzymology, fundamentals of electrospray ionization, 
separation science, mass spectrometric methods and proteomics. He is an Editor at Rapid 
Communications in Mass Spectrometry and serves on the scientific advisory board of several 
small companies and is a permanent member of the Enabling Biotechnologies and Imaging 
panel at the National Institutes of Health. 
 

 
  

 2



DAVID ROBINSON GOODLETT, Ph.D. 
4411 Twenty-ninth Avenue West • Seattle, WA 98199 USA 

mobile: 206.465.6165  •  email: goodlett@u.washington.edu 
 

PERSONAL 
 
Citizenship: U.S.A. 
2 May 1960: Born in Athens, Alabama. 
1966-1983: Raised in Montgomery, Alabama. 
1977-1987:  Semi-professional musician. 
9 May 1987:  Married Donna Rene’ Minter. 
27 Apr. 1996: First son David Minter Goodlett born. 
26 Oct. 1997:  Second son Graham Robinson Goodlett born. 
1998-2000:  Chair, Trinity United Methodist Church Administrative Council. 
2001-2007:  Member Administrative Council, Trinity United Methodist Church. 
2001-2005: Semi-professional musician 
 
 

EDUCATION AND TRAINING 
 
1966-1972: Dalraida Elementary School, Montgomery, AL. 
1972-1975: Goodwyn Junior High School, Montgomery, AL. 
1975-1978: Robert E. Lee High School, Montgomery, AL. 
1978-1982: BS Chemistry Auburn University, Auburn, AL. 
1982-1986: MS Chemistry Auburn University, Auburn, AL. 
1987-1991: PhD Biochemistry North Carolina State University, Raleigh, NC. 
1991-1993: NORCUS post-doctoral fellow Battelle Memorial Institute, Richland, WA. 
 
 

APPOINTMENTS AND POSITIONS 
 
1982-1984: Teaching Assistant, Department of Chemistry, Auburn University, Auburn, AL. 
1984-1986:   Technician, Department of Reproductive Physiology, Auburn University, 

Auburn, AL. 
1987-1990: Teaching Assistant, Department of Biochemistry, North Carolina State 

University, Raleigh, NC. 
1991-1993: NORCUS Postdoctoral Fellow, Battelle Memorial Institute, Pacific Northwest 

National Laboratory, Richland, WA.  
1993-1994: Research Scientist, Immunobiology Research Institute, Johnson & Johnson 

Company, Annandale, NJ.  
1995-present: Owner Goodlett Scientific, Inc. consulting in Biological Mass Spectrometry, 

Seattle, WA. 
1995-1997: Research Investigator II, Immunological Diseases Pharmaceutical Research 

Institute, Bristol-Myers Squibb, Seattle, WA.  
1997-2000: Visiting Research Scientist, Aebersold Laboratory, Department of Molecular 

Biotechnology, University of Washington, Seattle, WA. 
2000-2003: Director Proteomics Laboratory, Institute for Systems Biology, Seattle, WA. 
2004-present: Associate Professor, Department of Medicinal Chemistry, University of 

Washington, Seattle, WA. 
2008-present:  Professor, Department of Medicinal Chemistry, University of Washington, 

Seattle, WA. 
 
 
 

 3



DAVID ROBINSON GOODLETT, Ph.D. 
4411 Twenty-ninth Avenue West • Seattle, WA 98199 USA 

mobile: 206.465.6165  •  email: goodlett@u.washington.edu 
 

HONORS AND OTHER EXPERIENCE 
 
1990: North Carolina Section American Chemical Society Centennial Scholarship for 

Research. 
1991: Professor A.R. Main/Becton-Dickinson Research Award. 
1991: North Carolina State University College of Agriculture & Life Sciences 

Outstanding Graduate Student Teaching Award. 
2001-2004: Editorial advisory board Chromatographia. 
2001-present: ad hoc NIH review panel work for BEGM, NCRR, NIEHS, NIDDK and NCI. 
2002-2004: Scientific advisory board Intelligent Ion, Inc. 
2002-2003: Affiliate Assistant Professor, Medicinal Chemistry, University Washington.  
2003-2009:  Editorial advisory board Combinatorial Chemistry & High Throughput 

Screening. 
2004-present: Scientific advisory board Insilicos, LLC 
2004-present: Founding council member USA branch Human Proteome Organization. 
2004-present: Scientific advisory board Dr Richard Smith’s NCRR funded Proteomics Center. 
2004-2006: Editorial advisory board Systems Biology 
2004-present: Affiliate Faculty, Institute for Systems Biology, Seattle, WA. 
2005-present: Chair, scientific advisory board UK based, IRC award to University of Dundee, 

University of Glasgow and University of Edinburgh. 
2005-present: Visiting Professor, University of Edinburgh. 
2005-present: Editor, Rapid Communications in Mass Spectrometry 
2005-present: Faculty Director, School of Pharmacy Mass Spectrometry Facility. 
2005:  Conference organizer UPPSALA Conference III on Electron Capture and 

Electron Transfer Dissociation held over four days at Salash Lodge, WA USA. 
2006-present: Scientific advisory board Protea Biosciences, Inc. 
2006-present: Scientific advisory board Professor Christophe Borcher’s Genome British 

Columbia Proteomics Centre. 
2006-present: Editorial advisory board Proteomics. 
2007-present: Conference co-organizer Mass Spectrometry in Biology and Medicine, held 

during first week of July in Drubovnik, CROATIA. 
 

 
MEMBERSHIP IN PROFESSIONAL SOCIETIES 

 
1983-present: American Chemical Society. 
1988-present: American Society for Mass Spectrometry 
2002-present: Sigma Xi, Scientific Research Society. 
2005-present: European Respiratory Society. 
 

 
TEACHING 

 
Spring 2005: Medicinal Chemistry 541. 
Spring 2007: Medicinal Chemistry 541. 
2003-present: Environmental Health 514 yearly guest lecture. 
2004-present: Pharmaceutics 586 yearly guest lecture since. 
2006-present: Medicinal Chemistry 501. 
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MENTOREES 
  

Graduate Students: 
2004-present: Ms Sunhee Jung, began Medicinal Chemistry switched to MCB, PhD Student. 
2005-present: Ms Shawna Hengel, Medicinal Chemistry PhD Student. 
2005-present: Ms Soyoung Ryu, Statistics PhD Student. 
2005-present: Mr Jace Jones, Chemistry PhD Candidate. 
2006-present: Ms Pragya Singh, Medicinal Chemistry PhD Student. 
2007-present: Ms Elizabeth Nguyen, Medicinal Chemistry PhD Student. 
2008-present: Mr John Chapman, Medicinal Chemistry PhD Student 
2008-present: Mr Lucas Monkkonen, Medicinal Chemistry PhD Student 
 
 
Foreign Graduate Students: 
2003-2007: Dr Jan-Jonas Filen, Turku Centre Biotechnology; currently Finnish patent office. 
2005-present: Mr Tapio Lonnberg, Turku Centre Biotechnology. 
2006-present: Mr Petri Konnoven, Turku Centre Biotechnology. 
 
 
Post-doctoral Fellows: 
2003-2005: Dr Jinzhi Chen, ISB and UW; current staff scientist Roche, CA site. 
2003-present: Dr Young Ah Goo, ISB and UW; partial funding from her own DOD grant. 
2004-present: Dr Brook Nunn, UW; partial funding from her own NSF grant. 
2004-2006: Dr Catalin Doneanu, UW; current staff scientist Waters Corporation. 
2005-2008: Dr Alexander Scherl, UW; one year Swiss National Federation fellow. 
2008-2009: Dr Alexander Panchaud, UW; one year Swiss National Federation fellow. 
2010-present: Dr J. Scott Edgar, UW. 
 
Faculty: 
2006-present: Dr Ru Chen, Resarch Assistant professor, Gastroenterology, K-award grantee. 
2006-present: Dr Joachim Voss, Assistant Professor, Nursing. K-award grantee. 
 
 

EMPLOYEES AND VISITORS 
 

Technical Staff: 
2000-2003: Mr Samuel Purvine, Institute for Systems Biology; currently staff scientist at 

Pacific Northwest National Laboratory. 
2000-2002:  Mr Jimmy Eng, Institute for Systems Biology; currently UW South Lake Union 

Proteomics Facility. 
2000-2003:   Dr Eugene Yi, Institute for Systems Biology; currently Zymogenetics group 

leader. 
2001-2002:  Mr Jason Thomas Eppel, Institute for Systems Biology; deceased. 
2002-2003: Dr Hookeun Lee, Institute for Systems Biology; currently Molecular Institute for 

Systems Biology Zurich, Switzerland. 
2002-2003:   Mr Samuel Donohoe, Institute for Systems Biology; currently UW Medical 

school student. 
2002-2003:  Dr Wei Yan, Institute for Systems Biology. 
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2002-2003:  Ms Gina Sperrazzo, Institute for Systems Biology. 
2004-present:  Dr Byron Gallis, UW research scientist. 
2004-present:  Dr Scott Shaffer, UW research scientist; former CTI group leader. 
2004-2006: Dr Manhong Wu, UW acting instructor; currently Manager Children's Nutrition 

Research Center Laboratory, Baylor College of Medicine. 
2004-2007:  Mr Gregory Taylor, currently UW MCB graduate student. 
2005-present:   Mr William Howald, Manager, School of Pharmacy Mass Spectrometry Facility. 
2005-present:  Dr Ross Lawrence, Research Scientist, School of Pharmacy Mass 

Spectrometry Facility. 
2005-2009:  Dr Thomas Kalhorn, Research Scientist, School of Pharmacy Mass 

Spectrometry Facility. 
2006-2007:   Ms Jocelyn Aker, UW Research Scientist; currently at ProteoTech, Inc. 
2006-present:  Dr Lars Malmström, Research Engineer. 
2006-present:  Dr Eric Foss, Fred Hutchinson Cancer Research Institute staff scientist.  
2007-2010:  Ms Shannon Tsai, UW visiting scientist. 
2008-present:  Ms Sonia ting, UW visiting scientist. 
 
 
Visiting Scientists: 
2004-2004: Ms Laura Collantes de Teran, University of Seville PhD Candidate. 
2005-2005: Dr Alexander Yates, UW visiting scientist; currently Mass Spectrometry Center 

Facility Manager department of Chemistry Rice University. 
2005-present:  Dr Victor Ng, Professor at National Yang Ming University of Republic of China 

is a visiting scholar in our laboratory each Summer. 
2006-2007:  Dr Jie Liu, UW Visiting Scholar from Nan Shan Center for Disease Control and 

Prevention Shen-Zhen, China. 
2006-2006:  Ms Shannon Tsai, visiting scholar Summer ’06 National Yang Ming University 

of Republic of China. 
2007-2007:  Ms Sonia Ting, visiting scholar Summer-Autumn ’07 from National Yang Ming 

University of Republic of China. 
2007-2008:  Ms Shu Hua Chen, visiting scholar Autumn-Winter 07-08 from Academia 

Sinica, Republic of China. 
2008-2008: Dr Nadia Anwar, RASOR postdoctoral fellow Univ. Glasgow visits Jan-Feb 08. 
2009-2009:    Professor Ivanka Karadzic, University of Belgrade Fulbright scholar. 
2009-2010:  Professor “Jessie” Xing, Shandong University. 
 
 

UNIVERSITY SERVICE 
 
University and Department Committees: 
2005-2006: Medicinal Chemistry Faculty search committee 
2005-2009:  University of Washington, department of Medicinal Chemistry graduate student 

admissions committee. 
2006-2008: University of Washington, Faculty Senate representative for Medicinal 

Chemistry. 
2006-present:   University of Washington E-science committee. 
2006-present: University of Washington Proteome Resource committee 
 
Core Facility Director: 
2000-2003: Institute for systems Biology proteomics laboratory 
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2003-present:  Mass Spectrometry Core for National Institute of Allergy and Infectious Disease 
Research Center of Excellence in bioterrorism and emerging infectious disease. 

2004-2009: Proteomics Core for National Institute of Environmental Health Sciences 
program on Ecogenetics and Environmental Health.  

2005-present: Proteomics Core for Center on Human Development and Disability.  
2009-present: Proteomics Core for Neuroproteomics center. 
2005-present: School of Pharmacy Mass Spectrometry Facility. 
 
 

INVITED LECTURES 
 
1991: Becton-Dickinson "Characterization of Manduca Sexta Juvenile Hormone Esterase", 

Raleigh, NC. 

1992: British Society for Mass Spectrometry "Study of Thermal Denaturation of Ribonuclease 
S by Electrospray Ionization-Mass Spectrometry", St. Andrews, SCOTLAND. 

1993: Dionex Corporation "Study of Non-Covalent Gas Phase Interactions Between Biological 
Macromolecules", San Jose, CA. 

1995: Affymax Research Institute "Parameters Affecting the Sensitivity of Capillary 
Electrophoresis/Electrospray Ionization-Mass Spectrometry", San Jose, CA. 

1997:  Eastern Analytical Symposium "LC/MS Applications in Genomic Research", Philadelphia, 
PA. 

1999: European Society for Ion Cyclotron Resonance Mass Spectrometry “Isotope Distribution 
Encoded Tags and Cysteine Search Constraint for Protein Identification by Accurate 
Mass”, Warwick, ENGLAND. 

1999: Federation of Analytical Chemistry and Spectroscopy Society “Isotope Distribution 
Encoded Tags for Protein Identification”, Philadelphia, PA. 

1999: IBC Proteomic Conference, “Isotope Distribution Encoded Tags & Accurate Mass for 
Protein Identification”, San Diego, CA. 

1999: Battelle’s Envirnomental Molecular Sciences Laboratory 1st User’s meeting, “FT-ICR-MS 
& Proteomics”, Richland, WA. 

1999: British Soc. for Mass Spectrometry “Quantitative In Vitro Kinase Reactions as a Guide to 
Phosphoprotein Analysis”, Reading, ENGLAND. 

1999: University of Edinburgh and Royal Society of Edinburgh  “FT-ICR-MS & Proteomics”, 
Edinburgh, SCOTLAND. 

1999: After The Genome V “Isotope Distribution Encoded Tags & Accurate Mass for Protein 
Identification”, Jackson Hole, WY. 

1999: Max-Planck-Institute for Molecular Plant Physiology “HPLC-MS Approaches to 
Proteomics”, Potsdam, GERMANY. 

2000: Compaq Computer’s Bioinformatics in the Post Genomic Era “Protein Expression 
Analysis via ICAT” San Francisco, CA. 

2000: Cypter, Inc. “A review of Quantitative Proteomics” Seattle, WA. 

2000: Seattle Genetics, Inc. “A review of Quantitative Proteomics”, Seattle, WA. 
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2000: Garvan Institute for Medical Research “Differential Isotopic Labeling for Proteome 
Studies”, Sydney, AUSTRALIA. 

2000: International Mass Spectrometry Society “Isotopic Data Dependent Tandem MS”, 
Barcelona, SPAIN. 

2000: ThermoQuest Bay Area User’s Meeting “Differential Isotopic Labeling for Proteome 
Studies”, San Jose, CA. 

2000: American Electrophoresis Society Meeting “Protein Expression and Isotopic Labeling” 
Pasadena, CA 

2001: February - U of CO Health Science Center student organized Molecular Biology Course, 
Boulder, CO. 

2001: March - Keynote at IBC Global Conference on Mass Spectrometry, London, ENGLAND. 

2001: March - SurroMed, Inc. A Review of Quantitative Proteomics, Palo Alto, CA. 

2001: April - Pfizer,Inc. A Review of Quantitative Proteomics, Ann Arbor, MI. 

2001: May - DOW, Inc. A Review of Quantitative Proteomics, San Diego, CA. 

2001 May - ABRF, Proteomics without Polyacrylamide, San Diego, CA. 

2001: May - ABI users meeting at ASMS meeting in Chicago, IL. 

2001: June - Plenary lecture at LC Packings/DIONEX forum on Proteomics in Amsterdam. 

2001: August - California Separation Science Society meeting in Boston, MA. 

2001: August - Merck, Qualitative and Quantitative Proteomics by MS, West Point, PA. 

2001: August - Small Talk 2001 meeting in San Diego, CA. 

2001: September - Pacific Corporation, Seoul, KOREA 

2001: September - National Cancer Center, Seoul, KOREA. 

2001:  September - Yuhan Corporation, Seoul, KOREA. 

2001: September - Yonsei University Cardiology Symposium, Seoul, KOREA. 

2001: September - Biochemistry Department, Yonsei University, Seoul, KOREA. 

2001: September - Biomedical Mass Spectrometry meeting, Dubrovnik, CROATIA. 

2001: October - Chemical & Pharmaceutical Structural Analysis forum in Princeton, NJ. 

2001: November - U of IL at Chicago Dept of Pharmacognosy, Chicago, IL. 

2001: November - Intl’ Symposium on Functional Proteomics & Genomics, Pohang, KOREA. 

2001: December - NCTS Symposium: Gene Expression & Proteomics in Environmental Health 
Research, Bethesda, MD. 

2001: December - DOE workshop Genomes to Life Bethesda, MD. 

2001: December - NIDDK workshop “MS sample preparation” Columbia, MD.  

2002: January - University of Southern Maine, Portland, ME. 

2002: February - ThermoFinnigan Seattle area user’s meeting, Seattle, WA. 

2002: March - NIAAA workshop on Proteomics, Bethesda, MD. 
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2002: April - ABI users meeting South San Francisco, CA 

2002: May - Minnesota Chromatography Forum, Minneapolis, MN. 

2002: May - University of Minnesota, Department of Biochemistry, Minneapolis, MN. 

2002: May - UK Department of Trade and Industry symposium, Oxford, ENGLAND. 

2002: May - UMIST Department of Chemistry, Manchester, ENGLAND. 

2002: May - Environmental Mutagen Society Meeting, Anchorage, Alaska 

2002: June - Micromass user’s meeting at ASMS, Orlando, Florida. 

2002: June - Teratology Society Meeting, Scottsdale, AZ. 

2002: June - NCRR workshop on nonhuman primates, Beaverton, OR. 

2002: June - Medicinal Chemistry Dept. Univ. Washington, Seattle, WA. 

2002: July - 6th International Meeting on Molecular Epidemiology and Evolutionary Genetics in 
Infectious Diseases, Paris, FRANCE.  

2002: August - Symposium on Functional Genomics and Bioinformatics, Turku, FINLAND. 

2002: September - Howard Hughes Medical Institute & U.S. National Research Council 
Understanding Bacterial Pathogenesis Summer Course, Prague, CZECH REPUBLIK. 

2002: September - World Genomics Conference, Atlantic City, NJ. 

2002: October - Federation of Analytical Chemistry and Spectroscopy Soc., Providence, RI. 

2002: October - Chemical & Pharmaceutical Structural Analysis meeting, Proteomics workshop, 
Princeton, NJ. 

2002: October - Toxicogenomics Forum 2002, Nagoya, JAPAN. 

2002: November - American Heart Association meeting, Chicago, IL. 

2002: December - International Institute for Research Proteomics Conference, San Diego, CA. 

2003: February - University of South Florida, Tampa, FL. 

2003: March - Brechbuhler West coast seminars, Seattle, WA, San Jose & Los Angeles, CA. 

2003: April - University of Alaska, Fairbanks, AK. 

2003: May - Dana Faber Cancer Institute, Boston, MA. 

2003: May - University of Washington, Gene Expression in Diabetes, Seattle, WA. 

2003: June - Micromass user’s meeting at ASMS, Montreal, Quebec, CANADA. 

2003: June - NIAAA Proteomics workshop, Orlando, FL. 

2003: June - Cambridge Healthtech Institute’s Beyond the Genome, San Diego, CA. 

2003: June - BIO 2003 a meeting on Proteomics and Drug Discovery, District of Columbia. 

2003: June - Geneva University Hospital, Geneva SWITZERLAND. 

2003: July - Univ. Muenster Institute for Medical Physics und Biophysics, Muenster GERMANY. 

2003: July - IBC’s Proteomics and the Proteome, Basel, Switzerland. 

2003: July - Lawrence county rotary club, Moulton, AL. 

 9



DAVID ROBINSON GOODLETT, Ph.D. 
4411 Twenty-ninth Avenue West • Seattle, WA 98199 USA 

mobile: 206.465.6165  •  email: goodlett@u.washington.edu 
 

2003: July - Men’s breakfast club First United Methodist church, Moulton, AL. 

2003: September - Korean National Cancer Center, Seoul KOREA. 

2003: September - Proteomics workshop 16th International MS meeting Edinburgh, 
SCOTLAND. 

2003: September - Genomics to Function of Microbes, Greifswald, GERMANY. 

2003: October - Chemical & Pharmaceutical Structural Analysis meeting, Proteomics workshop, 
Princeton, NJ. 

2003: October - Association of American Cancer Institutes meeting, Bethesda, MD. 

2003: November - Chemistry/Biochemistry Department lecture MSU, Bozeman, MT. 

2003: November - Electrophoresis Society meeting, San Francisco, CA. 

2004: January - Shotgun Proteomics review, Oregon Health Sciences University, Portland OR. 

2004: February - LTQFT and shotgun proteomics, Laboratory Automation, San Jose, CA. 

2004: March - 2nd ERS Lung Science Conference, Taormina, SICILY. 

2004: April - Institute for Pure and Applied Math, Los Angeles, CA. 

2004: May - Korean Society for Biochemistry and Molecular Biology, Seoul, KOREA. 

2004: May - Biotech China 2004, Beijing, CHINA. 

2004: June - Cambridge Healthtech Institute’s 8th Proteomics conference, San Francisco, CA. 

2004: August - SIRCAMS open house University of Edinburgh, Edinburgh, SCOTLAND.  

2004: August - 2nd Uppsala meeting on ECD, North Berwick, East Lothian, SCOTLAND.  

2004: September - 6th Siena meeting on Proteomics, Siena, ITALY. 

2004: October - Toxicogenomics forum, Kyoto, JAPAN. 

2004: October - Biotech Forum, Copenhagen, DENMARK. 

2004: October - 1st International Fungal Proteomics Symposium, Portland, OR. 

2004: November Vanderbilt University Department of Biochemistry, Nashville, TN. 

2005: January - UW Chemistry Department Analytical Series Lecture, Seattle, WA. 

2005: February - Proteomics workshop for 18th International Symposium in MicroScale 
Bioseparations, New Orleans, LA. 

2005: February - UW Cystic Fibrosis group, Seattle, WA. 

2005: May - Opening of ThermoElectron FTICRMS facility, Bremen, GERMANY. CANCELLED. 

2005: May - Japanese Society of Mass Spectrometry, Saitama, JAPAN. 

2005: July - British Proteome Society, Cambridge, UK. 

2005: August - Turku University BioCity, Turku FINLAND. 

2005: September - Vanderbilt University Proteomics short course, Nashville, TN. 

2005: September - Institute for Systems Biology annual retreat. Seabeck, WA 

2005:  November - Dagstuhl Computational Symposium, Saarbruecken, GERMANY.  
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2006: March - US HUPO, Boston, MA. 

2006: May - Canadian Proteome Society Meeting, CANADA. 

2006: May - First Annual meeting RASOR PI’s, Falkirk, SCOTLAND. 

2006: July - 3rd International Conference on Genomics, Proteomics and Bioinformatics for 
Medicine. Novosibirsk, RUSSIA.  

2006: August - Informatics conference. Berlin, GERMANY. 

2006: September - Key note lecture on Proteomics. International Mass Spectrometry Society, 
Prague, CZECH REPUBLIC. 

2006: September - 1.5 day long training class on Proteomics. International Mass Spectrometry 
Society, Prague, CZECH REPUBLIC. 

2006: September - 7th International Siena Proteomics meeting, Siena ITALY. 

2006: September - Turku University BioCity, Turku FINLAND. 

2006: October - Southwestern Regional American Chemical Society Proteomic workshop, 
Houston, TX. 

2006: November - 5th International Tularemia meeting at Woods Hole, MA. 

2007: January - Academia Sinica, Taipei, REPUBLIC of CHINA. 

2007: January - National Yang Ming University, Proteomics Symposium, Taipei, REPUBLIC of 
CHINA. 

2007: January - National Yang Ming University, Full day Proteomics Workshop, Taipei, 
REPUBLIC of CHINA. 

2007: January - Chang Gung University, Tao-Yuan, REPUBLIC of CHINA. 

2007: March - USHUPO, Seattle WA 

2007: March - Tokyo University, Tokyo, JAPAN. 

2007: May - ASMS, Indianapolis, IN 

2007: May - Waters Users forum pre-ASMS Indianapolis, IN 

2007: July - Co-organizer of 2nd Mass Spectrometry in Medical and Biomedical Sciences 
conference, Dubrovnik, CROATIA. 

2007: September - European Respiratory Society Meeting, Stockholm, SWEDEN. 

2007: September - 2nd annual RASOR PI meeting, Grangemouth, SCOTLAND. 

2007: October - Beijing Conference and Exhibition of Instrumental Analysis, Beijing, CHINA. 

2007: November - Beatson Cancer Institute, Glasgow SCOTLAND. 

2008: February - University California, Irvine Department Physiology & Biophysics, Irvine, CA. 

2008: February - University of Turku Systems Biology Retreat, Turku FINLAND. 

2008: March - 28th International Symposium on Intensive Care and Emergency Medicine, 

Brussels, BELGIUM. 
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2008: March - Finnish Proteomic Society meeting, Turku, FINLAND. 

2008: May - UW Chemistry Department Analytical Series Lecture, Seattle, WA USA. 

2008: June - American Society for Mass Spectrometry, Denver, CO USA. 

2008: August - Zheizhang University, Hangzhou, CHINA. 

2008: September - 8th International Siena Proteomics meeting, Siena ITALY. 

2008:  September - University of Dundee, Dundee SCOTLAND. 

2008: September - CHI Biomarker Summit, Philadelphia, PA USA. 

2009: July – Mass Spectrometry in Biotechnology and Medicine III, Dubrovnik, CROATIA. 
 
2009: August – International Mass Spectrometry conference, Bremen, GERMANY. 
 
2009: September – 8th Annual Human Proteome Society Meeting, Toronto, CANADA. 
 
2009: September – Thermo fisher User’s Meeting at 8th Annual Human Proteome Society 

Meeting, Toronto, CANADA. 
 
2009:   September – 6th RASOR-EMSG Ardgour Symposium, Ft William, SCOTLAND. 
 
2009:   November – Beijing Conference and Exhibition of Instrumental Analysis, Beijing, CHINA.  
 
2010: July – Mass Spectrometry in Biotechnology and Medicine IV, Dubrovnik, CROATIA. 
 
2010: July – Ruđer Bošković Institute, Zagreb, CROATIA. 
 
2010: September – Royal Society of Edinburgh event on FTICRMS, Edinburgh, SCOTLAND. 
 
2010:   September – 7th RASOR-EMSG Ardgour Symposium, Ft William, SCOTLAND. 
 

 

RESEARCH INTERESTS 
 

Conundrum of protein structure-function relationships studied by mass spectrometry and in 
silico protein structure prediction; determination of early protein markers of lung diseases and 
leukemia classification; lipid A structure analysis by mass spectrometry; construction of novel 
mass spectrometry platforms; software pipelines to aid –omic data interpretation; discovery 
based science to generate hypotheses in less biased fashion than literature trolling.  

 
 

 
PATENTS & FILINGS 

  
• 6629040 US 6,629,040 B1 Isotope issued. Filed 1999 and 2000. Issued 2004.  
Tile: Isotope Distribution Encoded Tags for Protein Identification. 
Inventors: D.R. Goodlett, J.E. Bruce, G. Anderson, R. Aebersold, R.D. Smith. 
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University of Washington issued a patent covering use of isotope distribution encoded tags to 
detect and identify proteins using e.g. the accurate mass of a single cysteine-containing peptide. 
 
• 26 December 2000 filed United States Patent Application No.: 09/748,793. Licensed by 
Waters Corporation.  
Title: Methods for Rapid and Quantitative Proteome Analysis.  
Inventors: R.H. Aebersold and D.R. Goodlett. University of Washington and Institute for 
Systems Biology filed patent covering use of an annotated peptide database for identification of 
proteins based on peptide physicochemical properties rather than tandem mass spectrometry 
and for measurement of protein expression. 
 
• 26 December 2000 filed United States Patent Application No.: 09/748,784. Licensed by 
Waters Corporation.  
Title: Methods for Rapid and Quantitative Proteome Analysis and Related Methods.  
Inventors: D.R. Goodlett.  
Institute for Systems Biology filed patent covering use of an annotated peptide database for 
identification of proteins based on peptide physicochemical properties and related techniques 
rather than tandem mass spectrometry and for measurement of protein expression. 
 
• 13 April 2001 filed United States Patent Application No.: 09/835,072. Issued 2004.  
Title: Methods for Quantification and De novo Polypeptide Sequencing by Mass Spectrometry. 
Inventors: D.R. Goodlett and A. Keller.  
Institute for Systems Biology filed for patent on a method for protein quantification and de novo 
sequencing by mass spectrometry. 
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impairment in Parkinson’s patients. Identification of these makers can increase therapeutic 
window for Parkinson’s patients at risk for developing dementia that is associated with mortality, 
caregiver burden and risk for nursing home admission. 
 
R33CA099139-04S1 (Goodlett, PI) 9/30/09-9/29/10 
National Institutes of Health  
Parallel Peptide Tandem Mass Spectrometry 
To optimize a method we refer to as Peptide Acquisition Independent From Ion Count (PAcIFIC).  
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cooperation between some of highest quality Nordic researchers through collaborative use of 
high-impact technology and researcher exchange.  
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