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EDUCATION 

1992 Ph.D. Chemistry, University of Zagreb, Zagreb, Croatia 

1989 M.S. Theoretical and Physical-Organic Chemistry, University of Zagreb, 

Zagreb, Croatia 

1986 B.S. Chemistry, University of Zagreb, Zagreb, Croatia 

 

RESEARCH INTERESTS AND EXPERTISE 

Dr. Paša-Tolić is a Staff Scientist at the Pacific Northwest National Laboratory (PNNL) 

and the Capability Steward for Mass Spectrometry at the Environmental Molecular 

Sciences Laboratory (EMSL), a national scientific user facility operated by PNNL for the 

U.S. Department of Energy (DOE). Her research centers on developing sophisticated 

analytical methods with emphasis on Fourier transform (FT) mass spectrometry (MS) and 

micro-separations, as well as the application of these techniques to accurately quantify 

changes in protein abundance, identity and activity during cell development or in 

response to stimuli. 

Prior to accepting a postdoctoral fellowship at PNNL in 1995, she served as a Visiting 

Associate in Research at the National High Magnetic Field Laboratory in Prof. Alan G. 

Marshall‟s laboratory, where she designed the world‟s first 9.4T FTICR spectrometer and 

developed techniques for characterizing large biopolymers with high sensitivity. As a 

result of this expertise, her first assignment at PNNL was to bring the 11.5T FTICR to 

fruition for the EMSL Project. Since that time, Dr. Paša-Tolić have continuously been 

involved in EMSL‟s user program, and over the years have worked with numerous 

collaborators and outside users of MS instrumentation, developed core instrumentation 

and methods to enable previously intractable MS applications, and managed the operation 

of FTICR mass spectrometers for proteomics-related research. Furthermore, she was a 

key contributor in the pioneering efforts of PNNL‟s high throughput accurate mass and 

time (AMT) tag strategy for ultra sensitive proteomics. 

Dr. Paša-Tolić current work responsibilities include stewarding EMSL‟s Mass 

Spectrometry capability, which includes 30+ mass spectrometers and 30+ commercial 

and custom LC systems, and a large international user base. Additionally, she is technical 

lead for the development of an exciting new capability that supports research focused on 

characterizing protein post-translational modifications, their coordination and dynamics.  
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PROFESSIONAL EXPERIENCE AND RELEVANT RESEARCH 

2007 – Present Staff Scientist & EMSL Capability Steward for Mass 

Spectrometry, PNNL 

1997 – 2007  Senior Research Scientist, PNNL 

1995 – 1997  Postdoctoral Fellow, PNNL 

1993 – 1995  Visiting Associate in Research, National High Magnetic Field Lab 

1986 – 1992  Research Associate, Rudjer Bosković Institute 

 

HONORS AND AWARDS, PROFESSIONAL AFFILIATIONS AND SERVICE  

 “The 1988 International Institute in Quantum Chemistry and Solid State Theory” 

Attendance Award, University of Florida, Gainesville, 1988 

PNNL Outstanding Performance Award (four), 1998-2000 

PNNL Key Contributor Award (two), 2002, 2003  

Member, American Chemical Society 

Member, American Society for Mass Spectrometry 

Member, ASMS Sanibel Committee, 2006 

Treasurer, ASMS Sanibel Committee, 2007 

Chair, ASMS Sanibel Committee, 2008 

Member, PhD Thesis Committee, Ioana M. Barbu, Utrecht University, Netherlands, 2008 

Reviewer, NCI: IMAT Program, 2007-2010 

Reviewer, NCI: Innovations in Cancer Sample Preparation, 2006, and 2007 

Reviewer, NCI: Cancer Detection and Cancer Sample Preparation applications, 2006 

Reviewer, NSF, Analytical and Surface Chemistry Program, 2005 

Reviewer, NIH-NCRR Shared and High End Instrumentation, 2004-2010 

Reviewer, NIH Bioanalytical Engineering and Chemistry Study Section, 2004 

Reviewer, NCI: SBIR Program, 2004 

Conference co-organizer: Mass Spectrometry in Biology and Medicine, held during first 

week of July in Dubrovnik, Croatia, 2007-present. 

Reviewer, Journal of Separation Science, Proteomics, Journal of Proteome Research, 

Analytica Chemica Acta, Analytical Biochemistry, Electrophoresis, Rapid 

Communications in Mass Spectrometry, Analytical Chemistry, Journal of the American 

Society for Mass Spectrometry, 1995 to present 

 

MENTOREES: 

Mentor technical staff, postdoctoral fellows and research scientists. Postdoctoral fellows 

have included: Pamela K. Jensen (Monsanto); Suzana Martinović; Christophe D. 

Masselon (CEO, Grenoble, France); Lingjun Li (University of Wisconsin); Sang-Won 

Lee (Korea University); Vsevolod Rakov; Andrey N. Vilkov (MassTech Inc.), Bogdan 

Bogdanov (University of Louisville), David C. Simpson (Virginia Commonwealth  

University), Seema Sharma (Thermo Fisher Scientific); Hyuk Kang (Ajou University); 

Natacha Lourette (DSM Research Campus Geleen), Si Wu (PNNL/EMSL), Zhixin Tian, 

Haizhen Zhang. 

 

PATENTS AND LICENSES 



12/24/02   US Pat. 6,498,340 – “Method for Calibrating Mass Spectrometers” 
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Current Research Support: 

Active: 

Campbell (PI)  10/01/95 – 09/30/10 

6.0 Cal. Months effort  $32M annual funding  

DOE OBER: Environmental Molecular Sciences Laboratory Operations 

This project supports the Environmental Molecular Sciences laboratory facility operation 

and efforts in support of DOE users to the facility. 

Role:  Research Scientist (Capability Lead for Mass Spectrometry) 

 

Paša-Tolić (PI)  10/01/08 – 09/30/10 

1.2 Cal. Months effort  $150K annual funding 



DOE OBER: Environmental Molecular Sciences Laboratory Operations 

An Integrated workflow for identification and quantitation of intact phosphoproteins 

The main goals of this proposal are to develop a technology platform to quantitatively 

map multiple posttranslational modifications (with emphasis on phosphorylation) 

occurring within protein complexes with high sensitivity and throughput and test the 

hypothesis that this system can be used to identify protein signatures associated with 

specific biological responses, such as DNA damage repair. 

Role:  Principal Investigator 

 

Smith (PI)  10/01/99 – 09/30/10  

1.2 Cal. Months effort $2M annual funding 

DOE OBER  

Development of High-Throughput Proteomics Production Operations 

The goal of this project is to develop and apply a capability for detecting and identifying 

large numbers of proteins from microbial proteomes, and for improving the 

understanding of complex microbial communities. 

Role:  Research Scientist 

 

P41 RR018522  Smith (PI)   09/15/03 – 06/30/13  

1.2 Cal. Months effort $3.3M annual funding 

NIH NCRR   

A Proteomics Research Resource for Integrative Biology 

Research Resource focused on serving the NIH-supported biomedical research 

community by developing and integrating new proteomic technologies for collaborative 

and service studies, disseminating the new technologies, and training scientists in their 

use. 

Role:  Research Scientist 

 

Stenoien (PI)   10/01/09 – 09/30/11 

1.2 Cal. Months effort  $450K annual 

funding 

DTRA JSTO CBS. MEDRAD.01-10.PN.PP.017 

Biosignatures of acute radiation exposure 

The main objectives of this proposal are to identify novel molecular targets of acute 

radiation exposure and to elucidate the molecular mechanisms associated with acute 

radiation syndrome. Specifically, we Appendix 2 – page 5 will test the hypothesis that 

alterations in protein levels, post-translational modifications, and metabolic factors and 

products can serve as molecular fingerprints of radiation exposures that can accurately 

assess radiation doses received and highlight signaling pathways associated with acute 

radiation syndrome. 

Role:  Co-Principal Investigator 

 

Thomas (PI) 04/30/10 – 09/01/10 

0.12 Cal. Months effort  $30K total 

funding 

NIH 

Immunodominance hierarchies and compensation in influenza 

Develop and apply mass spectrometry based techniques to measure the variables 

necessary for a thorough assessment and the refinement of the influenza infection model 



in BL/6 mice.  Research will be done in collaboration with St. Jude Children‟s Research 

Hospital. 

Role:  Research Scientist 

  

Pending: 

Stacey (PI)  9/15/10 – 09/14/13 

0.3 Cal months effort 

DOE OBER 

Systems View of Root Hair Nutrient Uptake Focus on defining the transcriptional and 

proteomic response of the soybean root hair cell to variations in temperature and water 

availability. These data allow the development of computational models to examine 

regulatory networks controlling the response to environmental change, which should 

have relevance to issues of climate change. 

Role:  Co-Principal Investigator 

 

 

 

 

 

 

 

 

 

 


