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ÅEksperiment HD izmjene i MD 
simulacije

ÅUsporedba divljeg tipa i mutanata 
DPP III i Kelchdomene Keap1 
proteina
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HDX analizamjestainterakcijeu kompleksuhumane 
DPP III s KelchdomenomhumanogKEAP1 proteina



mM mL

1 KelchWT 60 130

2 hDPPIIIWT 40 130

3 hDPPIIIWT +
KelchWT

56 130

4 hDPPIIIWT +
KelchR27D

40 130

5 hDPPIIIR703H +
KelchWT

38.5 130

1) human DPP III  wild type + Kelchwild type
2) human DPP III wild type + KelchR27D mutant
3) Human DPP III R703 mutant + Kelchwild type

Microscalethermophoresis(MST) 
je prosaobezjasnihrezultatazaKd.
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10 X dilution 
Into D2O buffer

50 mL, H/D exchange reaction

for quench
10 mLof 2 M 
glycinebuffer

60 mL
On-line pepsin digest
RT, 2 min. 200 mL/min

pD 2.3 ~ 2.5

Temp
~ 0.50C

8-40% ACN in 8 min. pH 2,5ElectrosprayMS
Temp~ 0.50C, flow rate 20 mL/min

Dt labeling = 10 sec, 1 min, 
20 min, 1 hour and 4 hours

UPLC time 10 min.

Continuous labeling experiment

Trap of peptic 
Peptides mixture

Digest time 1.5 min.



Human DPP III sequence coverage 96.0%



KelchWT sequence coverage 98.7%
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Red �t hDPPIIIWT free
Blue �t hDPPIIIWT KelchWT complex


