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INTRODUCTION

Dipeptidyl peptidase Ill (DPP Ill), the ubiquitously expressed member of the M49 family of metallopeptidases, cleaves dipeptides from
the N-termini of 3 to 10 residues long peptides. Under in vitro conditions, DPP Il displays restricted specificity on dipeptidyl-arylamide
substrates, preferring Arg-Arg-2-naphthylamide (Arg,- 2NA). Increased expression of DPP Il in the ovarian malignant tissues (1), as well
as the proposed enrolment in the endogenous defense mechanisms against oxidative stress through direct binding to Keapl (2),
prompted us to investigate DPP Il interactome in detail. Yeast two-hybrid (Y2H) screening of the universal standardized human cDNA
library was set up to identify direct interactors of DPP Ill, whereas the SILAC-based immunoprecipitation of DPP |ll coupled to MS analysis
was envisioned to identify the DPP Ill-containing protein complexes in the cell.

RESULTS & DISSCUSION
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from BL21| bacteria. (D) hDPP Il localization at the cellular level. Samples are generous gift from Dr

Sobocanec, IRB. (E) Certain SILAC candidates are located in the nucleus. (F)
Visualisation of the hDPP |lI-EGFP signal in Hela cells (cell culture manipulation by
Dr Tomasic Paic and Leica SP8 X FLIM confocal microscopy by Dr Filic Mileta, IRB).

FUTURE PERSPECTIVES

We aim to discover the novel DPP lll protein interactors and to confirm these interactions by several complementary approaches. Once confirmed, novel
interactors might open new directions in the investigation of the DPP Il physiological roles in the future.
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