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Subsites

Residues 2 S1 ST 2 s3
PHEL09 i : i 25 :
GLU316 1,38 23 25 - i - -
TYR318 i 13,8, 23,25 i 13,8, 23, 25 -
GLU329 i 13,8 23,25 i : -
PHE381 i 13,8 23 i : -
PRO387 i 13,823.25 1382325 1382325 1 3 82325
GLY389 i 1382325 1382325 : :
ILE390  1,3.8,23.25 1.3.8 23,25 i - -
ASN391  1.3.8 23 25 : i - -
GLU508 18,23 18,23 i - -
HIS568 25 25 25 - -
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amide-1r stacking
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